
FOLDING OF PROTEIN DOMAINS

orthogonal bundle | 1MBO

up-down bundle | 2RH1 alpha horseshoe | 3RO3

alpha solenoid | 3IIS

alpha/alpha barrel | 3M71

MOSTLY ALPHA SMALL/IRREGULAR

zinc fingers in HIV-1 
nucleocapsid | 1AAF

disulfides in 
echistatin | 2ECH

MOSTLY BETA

ribbon | 3SOV single sheet | 3PQH roll | 2O9S

orthogonal prism | 2DPF aligned prism | 3LL2 beta barrel | 1OSM clam | 4MXT

sandwich | 1MCP

distorted sandwich | 1RWH

3 propeller | 1N7V  4 propeller | 1HXN 5 propeller | 1TL2 6 propeller | 1CRZ 7 propeller | 1GP2 8 propeller | 1AOF

trefoil | 1AFC 3-layer sandwich | 1FQT 2 solenoid | 5D7W 3 solenoid | 2PEC shell | 4IGL beta complex | 1AT0

ALPHA AND BETA

roll | 1UBQ

super roll | 1EWF alpha-beta barrel | 2YPI

2-layer sandwich | 1CDW

3-layer (aba) sandwich | 1LDM

3-layer (bba) sandwich | 1FL2

alpha-beta prism | 1NAW

box | 1AXC

5-stranded propeller | 5M3Q

alpha-beta complex | 1INO

4-layer sandwich | 2DNJ alpha-beta horseshoe | 1DFJ

RCSB.ORG

3-layer (bab) sandwich | 4JTM

Representative protein folding patterns are shown using the CATH classification scheme. To explore these folds in more detail, visit the RCSB Protein Data Bank at rcsb.org/search/browse/cath.


